Single crystal X-ray structure determination of 3a Single crystals were obtained by recrystallization from acetonitrile. The single crystal X-ray diffraction study was carried out on a Bruker D8 Venture diffractometer with Photon100 detector at 123K using CuKα radiation (λ = 1.54178 Ǻ). Direct Methods (SHELXS-97) 32 were used for structure solution and refinement was carried out using SHELXL-2014 33 (full-matrix least-squares on F2). Hydrogen atoms bound to C-atoms were refined using a riding model whilst the NH-hydrogen atoms were refined freely. A semi-empirical absorption correction was applied.
C26 0.0157 (7) 0.0415 (9) 0.0233 (7) 0.0054 (6) 0.0067 (6) 0.0211 (7) C27 0.0168 (7) 0.0367 (9) 0.0141 (6) 0.0014 (6) 0.0035 (5) 0.0061 (6) C28 0.0158 (6) 0.0216 (7) 0.0147 (6) 0.0003 (5) Symmetry codes: (i) x, y-1, z; (ii) -x, -y, -z+1; (iii) x, y+1, z; (iv) -x, -y, -z+2. 
